MICROBIAL ENDPOINTS

Endpoin ypo (apical, Standaarsodt Ressarhs Aspratoral, with Ecolagcaly olovant ‘
. [ —
Endpoint ‘endpoint(s) tunctional, biomarker, ‘Sandardised assays are notcrucialfor ANZG, if | FUIEIOnR Oroup. endpoint. “new’ definition (Score 1 ;'g‘“:‘;"""""’““"‘""'"" ‘challenges/gaps? Notes to consider
‘other) QA/QC meet ANZG quality assessment criteria. 10 o
prep e e
e ,«mem, P RS e i [ [ T
o
= T = = = T
e = . e s e
e e e e e [
i
T — . — = e s
S T =
COMMUNITYFUNCTION ENDPOINTS
T R s i o
| P e
o e e = = e - s e
i TR e | T e
e idonce for comples commuries wih mAtole (355 (ypes. ot uw-m) Hw\ﬂ Amwlﬂm\ cecompastion ates N7
D S
Bl
i il et il s cram comtn i e . reduced plant powth Yes(aizs.
S e
TotmmmCm T e
e e e
o o
e — - T = = = e e
e
e I e
o e = N. - e
assay) egsurein  owIn sssay usngthe selection cosficient. m"vv(umﬂl‘vvmwﬂ  with mutple asa types e ok muwu o 0 DIUIng o chrctisecooedinted malecuda esponses of
AMPLICON NFORMED COMMUNITYSTRUCTURE ENDPOINTS
e oo sy | s C - e .
T e = = i S e,
DI b o P
Pt
T m._jumm,,k.;m = = ey e e
e o e (- —
feirbrinortut st
SR v | — o = ; e
ot anc o ARG et i CEIIE e s [ S
ANAor Ao {macer]sn3 Lo epress nat e the o Ntz e e S e o
fe e i
e
s et Wl e e e o i Pt
e =
S
T
S et e
S
T T
e
o ~ and Metabolor o i, D AT, nd ol e mnwam«\ e ticency, mawmnmu.m s IO
P e
HODELS FORINTERPRETIG ENOPONTS
s | TR T, e o S
EV"“ ) (MIE) o foptaie to NMR outcomes. relevart sndpoints. Yes Al i een doneor oo,
genes or ta W Syniin’ comamin svess. dance for compe Comemunies i Aol Laa ypes. fumstedrioricsm oot by 165 1NAL basad on el dtabases s gene-tncron.
S e
I
s e it 2y e T | L




